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All of Us Senior Leadership Additions

| |
Karriem Watson, DHSc Holly Garriock, PhD Geoffrey Ginsburg, MD, PhD

Chief Engagement Officer Chief Cohort Chief Medical and

Development Officer Scientific Officer Designee

Martin Mendoza, PhD Andrea Ramirez, MD, MS
Director of Health Equity Senior Advisor to CEO .



All of Us Objectives for 2021 (Established Late 2020)

By the end of 2021, we will:

1)

2)

3)

4)

Restart enroliment following COVID-19
We will reestablish a national infrastructure enrolling 3k core participants per week.

Enable Participant Enroliment for Anyone, Anywhere
We will be comfortable with a national ad campaign that will result in enrollment, biospecimen
donation, and data collection from anyone, anywhere.*

Enhance Participant Value
Participants will perceive All of Us as a product that provides them value.

Establish a Diversity of Researchers and Research
We will have grown to an initial “critical mass” of diverse researchers and research that will
return value to researchers and participants.

*not children, incarcerated,
on tribal lands, or
decisionally impaired

When there are resource conflicts, we will use this priority

order to resolve them.



Program Enrollment During COVID-19 Pandemic (As of December 7, 2021)
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Status of the Program

20 I 0,780

https://www.researchallofus.org/data-tools/data-snapshots

Over 80% of All of Us participants

are underrepresented in biomedical
research

Race and Ethnicity

Age

Other —2.9% Prefer not to say — 0.6%

More than one
race/ethnicity — 6.5%

Asian — 3.0%
White — 47.7%

Hispanic, Latino or
Spanish - 17.0%

Black, African American, or African — 21.0%

1829 [ 106%

30-39 [ 15.1%

4049 I ¢ 4%

50-59 [ 19.8%
60-69 [ 21.5%
7079 I - 2%

80-89 [ 3.9%

89+l 05%


https://www.researchallofus.org/data-tools/data-snapshots

Focused on Increased Participant Engagement

Participants completing new activities within last 18 months

¢ Increased outreach and

capabilities to facilitate 50%
participant continued Now 50%
engagement 40%

¢ Increased % of participants
with EHRs from 55% to 79%

30%

May 2020 26%
20%

Active retention

10%

0%
2020-07-01  2020-10-01 2021-01-01 2021-04-01 2021-07-01 2021-10-01

Date




Completed Tribal Consultation; Focus on Next Steps

Tribal Consultation Final Report Published March 2021
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Developing Training and

(1[0

Forming Tribal Providing Guidance and Integrating Al/AN Data in
. Resources for
Partnerships Resources the Research Hub
Researchers
* Forming * Added information ® Promoting cultural * Data from AI/AN
collaborative about consultation for sensitivity and individuals will be
agreements with participants in Portal emphasizing included in 2022
Tribal Nations to * Clarifying avoidance of * Tribal affiliation will
respect tribal engagement with stigmatizing research not be displayed
sovereignty and urban-based AlI/AN without an agreement

research regulations individuals with the Tribe


https://allofus.nih.gov/all-us-research-program-tribal-consultation-final-report

Returning Genomic Results to Participants and More to Come

Array data generated

200K

205,768
150K
100K -

50K

1,103

OKCI> 1 I ] I I I I I I I I 1 I I

= o (=] (=] — -— -— - - = - -— — — -

= o o o o o o o o o o o o o o

S 5§ £ 8§ T X 5 § 5 ® = ® s 5 %

Whole Genome Sequences generated
150,895

140K -
120K -
100K —

80K -

60K —

40K -

20K -

DK—_1’1‘94

12/1/20 -
111121 -
211/21 -
3/1/21 -
4121 -
511121 -
6/1/21

71121 -
8/1/21 -
9/1/21 -

10/1/21 -

1171121 -

Non-Health Genetic Traits

O

Traits Genetic Ancestry

Currently returning to
participants
>64,000 participants have viewed
traits or ancestry

Health-Related Genetic Traits

o=

PGx

Hereditary
Disease Risk

Medicine and
Your Health

Launching in mid-2022 W



Launched a Focused Social Determinants of Health Survey

Launched on 11/04/2021
Ties in with our work with
UNITE

>59,000 (15.6%) participants
have completed, with more
engagement efforts planned
81 questions including
branching logic in one
question

Collaborated with experts
from NIMHD, NHLBI, NIDDK,
NICHD, OBSSR, ORWH,
UCSF, Harvard and UC
Berkeley
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Deliver an End-to-End Genetics Experience for Health-Related Genomics

Results Expected mid-2022

RESEARCH RESULT - Your doctor will need to confirm this result with a clinical test before using it in your care.

T4 Confirm these results with a clinical DNA test.
"= Youare eligible for a free clinical DNA test. Because these are Get Started
research results, a clinical DNA test is needed for your doctor
to use this information in your care.

Doctors and health care providers sometimes

1 use DNA information in a patient’s care. O ?

When deciding how often to check you for cancer or other diseases,
doctors also think about other things, like your age or whether anyone else
in your family had cancer or other diseases.

If your sex assigned at birth was female If your sex assigned at birth was male

Why does this matter? Why does this matter?

If this result is confirmed by a clinical DNA test, your doctor

If this result is confirmed by a clinical DNA test, your doctor
might talk with you about:*

might talk with you about;

Self-exams Self-exams

All Hereditary Disease Risk results will be returned

through a genetic counselor, and we will offer

onfirmatory clinical genetic testing.
12




All of Us COVID-19 Serology Study in Partnership with

NCI, FNL, and NIAID

Clinical Infectious Diseases

MAJOR ARTICLE

i
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us Diseases Society of America  hr

Antibodies to Severe Acute Respiratory Syndrome
Coronavirus 2 (SARS-CoV-2) in All of Us Research
Program Participants, 2 January to 18 March 2020

Keri N. Althoff,"” David J. Schiueter.* Hoda Anton-Culver. James Cherry.’ Joshua C. Denny,” Isaac Thomsen.’ Elizabeth W. Karlson,’ Fiona P. Havers,”
Mine S. Cicek,’ Stephen N. Thibodeau,’ Ligia A. Pinto," Douglas Lowy,® Bradley A. Malin,® Lucila Ohno-Machado,"" Carolyn Williams,'? David Goldstein,"
Aymone Kouame,® Andrea Ramirez,” Adrienne Roman,” Norman E. Sharpless,’ Kelly A. Gebo,"* and Sheri D. Schully*®; on behalf of the A/l of Us Research
Program

IDSA . * Blood specimens collected between

January 2 and March 18, 2020

* 9 cases in 5 states (IL, MA, WI, PA, MS) in
24,079 tested samples

o 7 cases earlier than previously known in
those states

o Earliest case was January 7, 2020

» Results were returned to participants
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Launch of the Researcher Workbench: Registered Tier

= All-Us

RESEARCHER WORKBENCH

ResearCher WorkbenCh RESEARCHER WORKBENCH E @ @
LaunChed On May 27, 2020 The secure platform to analyze All of Us data

@® Approved researchers Workspaces @
have “passport access” ) Preemm——— | | prow———— | 3 p—
to Workbench data — No s el ke
individual project or IRB

approval needed —— —
® New researchers can
Start dOing researCh in as Recently Accessed Items
Ilttle as 2 hOUFS after : Easel Noteboo : Der*nfmg Analy : iLS'_C'T-ErTmc*Hea-t : Dementia Analy : I}-pe 2 Diabetes : Ischemic Heart
i i 29 [O,,n Edoil isease Analysis SIS Analysis Disease Analysis
application Builder

ResearchAllofUs.org L



http://researchallofus.org/

Since the Launch of Researcher Workbench we have Expanded the Data

CurrentCDOR ————
. . S 329k participants
+ Participants /‘ 3
329 y OOO Pa rthl pantS . Earllest Code Program Launch in dataset
55 million

Surveys

267,600+ Physical

survey answers

Measu rements Procedures " " " : :rlcmei(::j:ens
= Conditions 56 m.II_Iion
@ 214,200+ EHRs L conditions
239 million
Measures labs and
B measurements
= — 4 329,000+ Surveys
\W x ¥ (1 00,000 COPE Drugs 51 million

drug exposures

Surveys)

1 1 76OO+ N 1980 1985 1990 1995 2000 2005
Fitbit Records

Plus: ~90k whole genomes + ~165K arrays coming spring 2022

27 billion
Fitbit data points
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Researcher Workbench: By the Numbers (Since Launch in May 2020)

Research on the Researcher Workbench
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March 2021, Dr. Patrick Wu Defends His PhD Dissertation:

Repurposing drugs using gene expression signatures and EHR data

a
Clinical validation of hyperlipidemia drug repurposing candidates
gene expression data identifies OrP>005 (OpP<005 @ P <7.24x10+ (0.05/69), Bonferroni
drugs —g—that might lower Pravasl!atin. .\Simvasta-in. .Alorvasta:in
cholesterol 15 Lovastatin

Fluvastatin
[ ]

ears.

: This took ~3 y

found 69 candidate drugs

@ A question from the audience: “You did this
at Vanderbilt. What about replication?”

study those drugs in the . ! ! i !
a | L i
Electronic Health Record data : Acetaminophen{ i
a Lo [ \
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Change in LDL Cholesterol (mg/dL)
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One Week Later

External replication of hyperlipidemia drug repurposing candidates

—@-r>005 —Jl-P<005

-5

Increase (harmful) 4 0 > Decrease (beneficial)
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Upcoming Controlled Tier Release by Spring 2022

Controlled Tier
(Available in the re
No obvious PlIl. Genomics, Cli
= Datali

More granular data Surmary Soietes adeste Gours
« Expanded sociodemographic data
« Dates of services
 Expanded COVID-19 diagnoses and vaccination
information and more COPE survey data

New data types
* Derived social determinants of health
— Socioeconomic statistics (SES) factors derived from
census clusters and American Community Survey
(ACS)
« Genomics: Expected ~90,000 WGS + ~165,000 arrays

2

19



All of Us Data Roadmap

May 2020 December Spring 2022 )
May 2019 Launch of 2020 Controlled Tier data Future: .
- e . Ancillary studies,
Public Tier Researcher Updated with initial genomics
Q2 2021 More Data & Data
Data: Workbench: data COVID-19 release and expanded Linkages
Eata Bhrowser EubllchBeta releases Serology COVID-19 data Participant
aunc asnec return of Recontact, &
May 2018 results Results Return
Enrollment BE@) = AQOSSSSN®) = |  _AEs
launched

-
——————————

---------------

@ Researcher Workbench Data
A Return of Results to Participants December 2020 Sep?ember 2.021
Return of Genetic Registered Tier
@] Future Data and Results Results data refresh (More Expected 2022
Ancestry and Traits participants, COPE | Health Related
Results surveys, Fitbit data) | Genetic Results
(ACMG59)
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